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Input Set : 



Output Set: 
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Finished: 2 008-07-08 08:22:06.742 

Elapsed: 0 hr(s) 0 min(s) 2 sec(s) 596 ms 
Total Warnings: 65 
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No. of SeqIDs Defined: 77 
Actual SeqID Count: 7 7 

Error code Error Description 

W 213 Artificial or Unknown found in <213> in SEQ ID (1) 

W 213 Artificial or Unknown found in <213> in SEQ ID (2) 

W 213 Artificial or Unknown found in <213> in SEQ ID (4) 

W 213 Artificial or Unknown found in <213> in SEQ ID (5) 

W 213 Artificial or Unknown found in <213> in SEQ ID (6) 

W 402 Undefined organism found in <213> in SEQ ID (7) 

W 213 Artificial or Unknown found in <213> in SEQ ID (9) 

W 213 Artificial or Unknown found in <213> in SEQ ID (10) 

W 213 Artificial or Unknown found in <213> in SEQ ID (12) 

W 213 Artificial or Unknown found in <213> in SEQ ID (15) 

W 213 Artificial or Unknown found in <213> in SEQ ID (16) 

W 213 Artificial or Unknown found in <213> in SEQ ID (17) 

W 213 Artificial or Unknown found in <213> in SEQ ID (20) 

W 213 Artificial or Unknown found in <213> in SEQ ID (21) 

W 213 Artificial or Unknown found in <213> in SEQ ID (22) 

W 213 Artificial or Unknown found in <213> in SEQ ID (23) 

W 213 Artificial or Unknown found in <213> in SEQ ID (24) 

W 213 Artificial or Unknown found in <213> in SEQ ID (25) 

W 213 Artificial or Unknown found in <213> in SEQ ID (26) 

W 213 Artificial or Unknown found in <213> in SEQ ID (27) 



Input Set : 



Output Set: 



Started: 2008-07-08 08:22:04.146 

Finished: 2 008-07-08 08:22:06.742 

Elapsed: 0 hr(s) 0 min(s) 2 sec(s) 596 ms 

Total Warnings: 65 

Total Errors: 0 

No. of SeqIDs Defined: 7 7 
Actual SeqID Count: 7 7 

Error code Error Description 



W 213 



Artificial or Unknown found in <213> in SEQ ID (28) 
This error has occured more than 20 times, will not be displayed 



SEQUENCE LISTING 
<110> Denney, Jr., Dan W. 

<120> Vaccines for Treatment of Lymphoma and Leukemia 

<130> GENITOPE-03849 

<140> 09370453 
<141> 2008-07-08 



<160> 77 

<170> Patentln version 3.3 

<210> 1 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1 

tctagagcgg ccgcggaggc cgaattcg 

<210> 2 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 2 
gat ccgaatt 

<210> 
<211> 
<212> 
<213> 

<400> 3 
ggat ccagac 

aaaaaaatgc 

ctgcaat aaa 



cctgttt cat 



cggcct ccgc 

virus 40 

atgataagat 
tttatttgtg 
caagtt aaca 



gccctgagt c 



ggccgct eta 



acattgatga 
aaatt tgtga 
acaacaatt g 

1 1 ccatgtt c 



gatgea 



gt ttggacaa 
tget at tget 
cattcatttt 
cctctacaaa 
tgaaat gage 
tt ct ccccac 



accacaacta 
ttatttgtaa 
atgtt tcagg 
t gtggtatgg 
ctt gggact g 
cat cttcatt 



gaat gcagtg 
ccat tataag 
tt caggggga 
ctgattatga 
tgaat caatg 
tt tat cagca 



3 

677 
DNA 
Simian 



ggtgtgggag gttttttaaa gcaagtaaaa 
tcatgaacag actgtgagga ctgaggggee 



ttttcctggc tgtcttcatc atcatcatca ctgtttctta gccaatctaa aactccaatt 

cccatagcca cattaaactt cattttttga tacactgaca aactaaactc tttgtccaat 

ctctctttcc actccacaat tctgctctga atactttgag caaactcagc cacaggtctg 

taccaaatta acataagaag caaagcaatg ccactttgaa ttattctctt ttctaacaaa 

aactcactgc gttccaggca atgctttaaa taatctttgg gcctaaaatc tatttgtttt 
acaaatctgg cctgcag 



<210> 


4 


<211> 


39 


<212> 


DNA 


<213> 


Arti 


<220> 




<223> 


Synt 


<400> 


4 


ctagaatt ca 


<210> 


5 


<211> 


39 


<212> 


DNA 


<213> 


Arti 



<220> 

<223> Synthetic 
<400> 5 

aattgcatgc gcgcggccgc ggaggcctac gcgtgaatt 



<210> 


6 


<211> 


633 


<212> 


DNA 


<213> 


Art i f icial 


<220> 




<223> 


Synt het ic 


<400> 


6 



caagcttgct gtggaatgtg tgtcagttag ggtgtggaaa gtccccaggc tccccagcag 

gcagaagtat gcaaagcatg catctcaatt agtcagcaac caggtgtgga aagtccccag 

gctccccagc aggcagaagt atgcaaagca tgcatctcaa ttagtcagca accatagtcc 

cgcccctaac tccgcccatc ccgcccctaa ctccgcccag ttccgcccat tctccgcccc 

atggctgact aatttttttt atttatgcag aggccgaggc cgcctcggcc tctgagctat 



tccagaagta gtgaggaggc ttttttggag gcctaggctt ttgcaaaaag ctcctcgagc 360 

tcgcatctct ccttcacgcg cccgccgccc tacctgaggc cgccatccac gccggttgag 420 

tcgcgttctg ccgcctcccg cctgtggtgc ctcctgaact gcgtccgccg tctaggtaag 480 

tttagagctc aggtcgagac cgggcctttg tccggcgctc ccttggagcc tacctagact 540 

cagccggctc tccacgcttt gcctgaccct gcttgctcaa ctctacgtct ttgtttcgtt 600 

ttctgttctg cgccgttaca gatcgcctcg agg 633 



<210> 7 

<211> 635 

<212> DNA 

<213> Moloney LTR virus 



<400> 7 

caagcttgcg attagtccaa tttgttaaag acaggatatc agtggtccag gctctagttt 60 

tgactcaaca atatcaccag ctgaagccta tagagtacga gccatagata aaataaaaga 12 0 

ttttatttag tctccagaaa aaggggggaa tgaaagaccc cacctgtagg tttggcaagc 180 

tagcttaagt aacgccattt tgcaaggcat ggaaaaatac ataactgaga atagagaagt 24 0 

tcagatcaag gtcaggaaca gatggaacag ctgaatatgg gccaaacagg atatctgtgg 30 0 

taagcagttc ctgccccggc tcagggccaa gaacagatgg aacagctgaa tatgggccaa 360 

acaggatatc tgtggtaagc agttcctgcc ccggctcagg gccaagaaca gatggtcccc 420 

agatgcggtc cagccctcag cagtttctag agaaccatca gatgtttcca gggtgcccca 480 

aggacctgaa atgaccctgt gccttatttg aactaaccaa tcagttcgct tctcgcttct 540 

gttcgcgcgc ttctgctccc cgagctcaat aaaagagccc acaacccctc actcggggcg 600 

ccagtcctcc gattgactga gtcgccccct cgagg 635 



<210> 8 

<211> 483 

<212> DNA 

<213> Homo sapiens 



<400> 8 

aagctttgga gctaagccag caatggtaga gggaagattc tgcacgtccc ttccaggcgg 60 

cctccccgtc accacccccc ccaacccgcc ccgaccggag ctgagagtaa ttcatacaaa 120 

aggactcgcc cctgccttgg ggaatcccag ggaccgtcgt taaactccca ctaacgtaga 180 

acccagagat cgctgcgttc ccgccccctc acccgcccgc tctcgtcatc actgaggtgg 240 

agaagagcat gcgtgaggct ccggtgcccg tcagtgggca gagcgcacat cgcccacagt 30 0 



ccccgagaag ttggggggag gggtcggcaa ttgaaccggt gcctagagaa ggtggcgcgg 360 

ggtaaactgg gaaagtgatg tcgtgtactg gctccgcctt tttcccgagg gtgggggaga 420 

accgtatata agtgcagtag tcgccgtgaa cgttcttttt cgcaacgggt ttgccgcctc 480 

gag 48 3 



<210> 9 

<211> 24 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 9 

aagctttgga gctaagccag caat 2 4 



<210> 10 

<211> 23 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 10 

ctcgaggcgg caaacccgtt gcg 2 3 



<210> 11 

<211> 1451 

<212> DNA 

<213> Homo sapiens 

<400> 11 

aagctttgga gctaagccag caatggtaga gggaagattc tgcacgtccc ttccaggcgg 60 

cctccccgtc accacccccc ccaacccgcc ccgaccggag ctgagagtaa ttcatacaaa 120 

aggactcgcc cctgccttgg ggaatcccag ggaccgtcgt taaactccca ctaacgtaga 180 

acccagagat cgctgcgttc ccgccccctc acccgcccgc tctcgtcatc actgaggtgg 240 

agaagagcca tgcgtgaggc tccggtgccc gtcagtgggc agagcgcaca tcgcccacag 30 0 

tccccgagaa gttgggggga ggggtcggca attgaaccgg tgcctagaga aggtggcgcg 360 

gggtaaactg ggaaagtgat gtcgtgtact ggctccgcct ttttcccgag ggtgggggag 42 0 

aacccgtata taagtgcagt agtcgccgtg aacgttcttt ttcgcaacgg gtttgccgcc 480 

agaacacagg taagtgccgt gtgtggttcc cgcgggcctg gcctctttac gggttatggc 540 



ccttgcgtgc cttgaattac ttccacgccc ctggctgcag tacgtgattc ttgatcccga 600 

gcttcgggtt ggaagtgggt gggagagttc gaggccttgc gcttaaggag ccccttcgcc 660 

tcgtgcttga gttgaggcct ggcctgggcg ctggggcccc cgcgtgcgaa tctggtggca 720 

ccttcgcgcc tgtctcgctg ctttcgataa gtctctagcc atttaaaatt tttgatgacc 780 

tgctgcgacg ctttttttct ggcaagatag tcttgtaaat gcgggccaag atctgcacac 840 

tggtatttcg gtttttgggg ccgcgggcgg cgacggggcc cgtgcgtccc agcgcacatg 900 

ttcggcgagg cggggcctgc gagcgcggcc accgagaatc ggacgggggt agtctcaagc 960 

tggccggcct gctctggtgc ctggcctcgc gccgccgtgt atcgccccgc cctgggcggc 1020 

aaggctggcc cggtcggcac cagttgcgtg agcggaaaga tggccgcttc ccggccctgc 1080 

tgcagggagc tcaaaatgga ggacgcggcg ctcgggagag cgggcgggtg agtcacccac 114 0 

acaaaggaaa agggcctttc cgtcctcagc cgtcgcttca tgtgactcca cggagtaccg 1200 

ggcgccgtcc aggcacctcg attagttctc gagcttttgg agtacgtcgt ctttaggttg 1260 

gggggagggg ttttatgcga tggagtttcc ccacactgag tgggtggaga ctgaagttag 132 0 

gccagcttgg cacttgatgt aattctcctt ggaatttgcc ctttttgagt ttggatcttg 1380 

gttcattctc aagcctcaga cagtggttca aagttttttt cttccatttc aggtgtcgtg 1440 

aaaactctag a 1451 



<210> 12 

<211> 23 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 12 

tctagagttt tcacgacacc tga 23 



<210> 13 

<211> 1289 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (88) . . (741) 



<400> 



13 



ttacctcact gctttccgga gcggtagcac ctcctccgcc ggcttcctcc tcagaccgct 60 



ttttgccgcg agccgaccgg tcccgtc atg ccg acc cgc agt ccc age gtc gtg 114 

Met Pro Thr Arg Ser Pro Ser Val Val 



att age gat gat gaa cca ggt tat gac eta gat ttg ttt tgt ata cct 162 

lie Ser Asp Asp Glu Pro Gly Tyr Asp Leu Asp Leu Phe Cys lie Pro 

10 15 20 25 

aat cat tat gec gag gat ttg gaa aaa gtg ttt att cct cat gga ctg 210 

Asn His Tyr Ala Glu Asp Leu Glu Lys Val Phe lie Pro His Gly Leu 

30 35 40 

att atg gac agg act gaa aga ctt get cga gat gtc atg aag gag atg 258 

lie Met Asp Arg Thr Glu Arg Leu Ala Arg Asp Val Met Lys Glu Met 

45 50 55 

gga ggc cat cac att gtg gec etc tgt gtg etc aag ggg ggc tat aag 30 6 

Gly Gly His His lie Val Ala Leu Cys Val Leu Lys Gly Gly Tyr Lys 

60 65 70 

ttc ttt get gac ctg ctg gat tac att aaa gca ctg aat aga aat agt 354 

Phe Phe Ala Asp Leu Leu Asp Tyr lie Lys Ala Leu Asn Arg Asn Ser 

75 80 85 

gat aga tec att cct atg act gta gat ttt ate aga ctg aag age tac 402 

Asp Arg Ser lie Pro Met Thr Val Asp Phe lie Arg Leu Lys Ser Tyr 

90 95 100 105 

tgt aat gat cag tea acg ggg gac ata aaa gtt att ggt gga gat gat 450 

Cys Asn Asp Gin Ser Thr Gly Asp lie Lys Val lie Gly Gly Asp Asp 

110 115 120 

etc tea act tta act gga aag aat gtc ttg att gtt gaa gat ata att 498 

Leu Ser Thr Leu Thr Gly Lys Asn Val Leu lie Val Glu Asp lie lie 

125 130 135 

gac act ggt aaa aca atg caa act ttg ctt tec ctg gtt aag cag tac 54 6 

Asp Thr Gly Lys Thr Met Gin Thr Leu Leu Ser Leu Val Lys Gin Tyr 

140 145 150 

age ccc aaa atg gtt aag gtt gca age ttg ctg gtg aaa agg acc tct 594 

Ser Pro Lys Met Val Lys Val Ala Ser Leu Leu Val Lys Arg Thr Ser 

155 160 165 

cga agt gtt gga tac agg cca gac ttt gtt gga ttt gaa att cca gac 642 

Arg Ser Val Gly Tyr Arg Pro Asp Phe Val Gly Phe Glu lie Pro Asp 

170 175 180 185 

aag ttt gtt gtt gga tat gec ctt gac tat aat gag tac ttc agg aat 690 

Lys Phe Val Val Gly Tyr Ala Leu Asp Tyr Asn Glu Tyr Phe Arg Asn 

190 195 200 

ttg aat cac gtt tgt gtc att agt gaa act gga aaa gec aaa tac aaa 738 

Leu Asn His Val Cys Val lie Ser Glu Thr Gly Lys Ala Lys Tyr Lys 

205 210 215 



gcc taagatgagc gcaagttgaa tctgcaaata cgaggagtcc tgttgatgtt 791 
Ala 

gccagtaaaa ttagcaggtg ttctagtcct gtggccatct gcctagtaaa gctttttgca 851 

tgaaccttct atgaatgtta ctgttttatt tttagaaatg tcagttgctg cgtccccaga 911 

cttttgattt gcactatgag cctataggcc agcctaccct ctggtagatt gtcgcttatc 971 

ttgtaagaaa aacaaatctc ttaaattacc acttttaaat aataatactg agattgtatc 1031 

tgtaagaagg atttaaagag aagctatatt agttttttaa ttggtatttt aatttttata 1091 

tattcaggag agaaagatgt gattgatatt gttaatttag acgagtctga agctctcgat 1151 

ttcctatcag taacagcatc taagaggttt tgctcagtgg aataaacatg tttcagcagt 1211 

gttggctgta ttttcccact ttcagtaaat cgttgtcaac agttcctttt aaatgcaaat 1271 

aaataaattc taaaaatt 128 9 



<210> 14 

<211> 218 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Pro Thr Arg Ser Pro Ser Val Val lie Ser Asp Asp Glu Pro Gly 
15 10 15 

Tyr Asp Leu Asp Leu Phe Cys lie Pro Asn His Tyr Ala Glu Asp Leu 
20 25 30 

Glu Lys Val Phe lie Pro His Gly Leu lie Met Asp Arg Thr Glu Arg 
35 40 45 

Leu Ala Arg Asp Val Met Lys Glu Met Gly Gly His His lie Val Ala 
50 55 60 

Leu Cys Val Leu Lys Gly Gly Tyr Lys Phe Phe Ala Asp Leu Leu Asp 
65 70 75 80 

Tyr lie Lys Ala Leu Asn Arg Asn Ser Asp Arg Ser lie Pro Met Thr 



Val Asp Phe lie Arg Leu Lys Ser Tyr Cys Asn Asp Gin Ser Thr Gly 
100 105 110 



Asp lie Lys Val lie Gly Gly Asp Asp Leu Ser Thr Leu Thr Gly Lys 
115 120 125 



Asn Val Leu lie Val Glu Asp lie lie Asp Thr Gly Lys Thr Met Gin 
130 135 140 



Thr Leu Leu Ser Leu Val Lys Gin Tyr Ser Pro Lys Met Val Lys Val 
145 150 155 160 



Ala Ser Leu Leu Val Lys Arg Thr Ser Arg Ser Val Gly Tyr Arg Pro 
165 170 175 



Asp Phe Val Gly Phe Glu lie Pro Asp Lys Phe Val Val Gly Tyr Ala 
180 185 190 



Leu Asp Tyr Asn Glu Tyr Phe Arg Asn Leu Asn His Val Cys Val lie 
195 200 205 



Ser Glu Thr Gly Lys Ala Lys Tyr Lys Ala 
210 215 



<210> 15 

<211> 40 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 15 

gcatgcgcgc ggccgcggag gctttttttt tttttttttt 40 



<210> 16 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 16 

cggcaacgcg tgccatcatg gttcgac 27 



<210> 17 
<211> 30 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Synthetic 
<400> 17 

cggcagcggc cgcatagatc taaagccagc 30 



<210> 18 

<211> 671 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (13) . . (573) 

<400> 18 

acgcgtgcca tc atg gtt cga cca ttg aac tgc ate gtc gec gtg tec caa 51 

Met Val Arg Pro Leu Asn Cys lie Val Ala Val Ser Gin 
1 5 10 

aat atg ggg att ggc aag aac gga gac eta ccc tgg cct ccg etc agg 9 9 

Asn Met Gly lie Gly Lys Asn Gly Asp Leu Pro Trp Pro Pro Leu Arg 
15 20 25 

aac gag ttc aag tac ttc caa aga atg acc aca ace tct tea gtg gaa 147 
Asn Glu Phe Lys Tyr Phe Gin Arg Met Thr Thr Thr Ser Ser Val Glu 
30 35 40 45 

ggt aaa cag aat ctg gtg att atg ggt agg aaa acc tgg ttc tec att 195 
Gly Lys Gin Asn Leu Val lie Met Gly Arg Lys Thr Trp Phe Ser lie 
50 55 60 

cct gag aag aat cga cct tta aag gac aga att aat ata gtt etc agt 24 3 

Pro Glu Lys Asn Arg Pro Leu Lys Asp Arg lie Asn lie Val Leu Ser 
65 70 75 

aga gaa etc aaa gaa cca cca cga gga get cat ttt ctt gee aaa agt 291 
Arg Glu Leu Lys Glu Pro Pro Arg Gly Ala His Phe Leu Ala Lys Ser 
80 85 90 

ttg gat gat gee tta aga ctt att gaa caa ccg gaa ttg gca agt aaa 339 
Leu Asp Asp Ala Leu Arg Leu lie Glu Gin Pro Glu Leu Ala Ser Lys 
95 100 105 

gta gac atg gtt tgg ata gtc gga ggc agt tct gtt tac cag gaa gec 387 
Val Asp Met Val Trp lie Val Gly Gly Ser Ser Val Tyr Gin Glu Ala 
110 115 120 125 

atg aat caa cca ggc cac ctt aga etc ttt gtg aca agg ate atg cag 435 
Met Asn Gin Pro Gly His Leu Arg Leu Phe Val Thr Arg lie Met Gin 
130 135 140 



gaa ttt gaa agt gac acg ttt ttc cca gaa att gat ttg ggg aaa tat 



483 



Glu Phe Glu Ser Asp Thr Phe Phe Pro Glu lie Asp Leu Gly Lys Tyr 
145 150 155 



aaa ctt etc cca gaa tac cca ggc gtc etc tct gag gtc cag gag gaa 531 

Lys Leu Leu Pro Glu Tyr Pro Gly Val Leu Ser Glu Val Gin Glu Glu 
160 165 170 

aaa ggc ate aag tat aag ttt gaa gtc tac gag aag aaa gac 57 3 

Lys Gly lie Lys Tyr Lys Phe Glu Val Tyr Glu Lys Lys Asp 

175 180 185 

taacaggaag atgctttcaa gttctctget cccctcctaa agetatgeat ttttataaga 633 

ccatgggact tttgctggct ttagatctat gcggccgc 671 



<210> 19 

<211> 187 

<212> PRT 

<213> Mus musculus 

<400> 19 

Met Val Arg Pro Leu Asn Cys lie Val Ala Val Ser Gin Asn Met Gly 
15 10 15 



lie Gly Lys Asn Gly Asp Leu Pro Trp Pro Pro Leu Arg Asn Glu Phe 
20 25 30 



Lys Tyr Phe Gin Arg Met Thr Thr Thr Ser Ser Val Glu Gly Lys Gin 
35 40 45 



Asn Leu Val lie Met Gly Arg Lys Thr Trp Phe Ser lie Pro Glu Lys 
50 55 60 



Asn Arg Pro Leu Lys Asp Arg lie Asn lie Val Leu Ser Arg Glu Leu 
65 70 75 80 



Lys Glu Pro Pro Arg Gly Ala His Phe Leu Ala Lys Ser Leu Asp Asp 
85 90 95 



Ala Leu Arg Leu lie Glu Gin Pro Glu Leu Ala Ser Lys Val A 



